Hippos are uniquely tied to their
environment and one another through
their gut microbiome
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Subsidy - a resource that moves from one ecosystem to
| another (hippos moving grass from the savannah to the river)
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The hippopotamus conveyor belt: vectors of carbon and nutrients
from terrestrial grasslands to aquatic systems in sub-Saharan Africa

Amanda L Subalusky, Christopher L Dutton, Emma J Rosi, David M Post

Mara River Basin Site 1 (Emarti Bridge) A
Masai Mara National Reserve
] Serengeti National Park
5 Loading (kg hippo pool™'day™')
8500 kg = 1 African Elephant ® Low (TC <4.2, TN <0.6, TP <0.1)
© Medium (TC 4.2-25.3, TN 0.6-3.6, TP 0.1-0.3)
© High (TC 25.3-50.7, TN 3.6-7.1, TP 0.3-0.7)
@ Very High (TC 50.7-111.5, TN 7.1-15.7, TP 0.7-1.5)
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'How do hippo inputs (feces) interact with
environmental context to shape pool functioning?
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Water Residence Time is the key
determinant of how a hippo pool functions
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Hippo pools are vertically stratified
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Hippo gut microbiome relatively similar
among hippos
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High-subsidy hippo pool microbiomes are more
similar to hippo gut microbiomes than other

environmental microbiomes
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87 taxa are shared between the bottom of a
hippo pool and the hippo gut microbiome that
are not found elsewhere
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Which microbe from the hippo g’ut is responsible for which
environmental cycle in the river:

Metagenomics + metatranscriptomics + metabolomics + biogeochemistry







The hippo gut microbiome alters how the
river functions
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Do hippos in the same pool share a
communal gut microbiome?
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